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Name: Purchase order no.: 
Email: VAT number (EU only): 
Tel: 
Address: Invoicing address (if different) 

Please note: NCIMB can only accept samples up to ACDP hazard category 2. If the organism is known to be ACDP Category 2+, it must be attenuated and MUST be stated on this 
request form. Organisms belonging to ACDP categories 3 and 4 will not be accepted. 
*Samples for same day or next day analysis to be received by 10am.

Have any of the organisms been derived from genetic manipulation?  Yes   No If yes please indicate which isolates this applies to: 

Is the ID GMP relevant? Yes No 
Any other tests required (please specify): 

Please sign and date below to confirm your order 
Customer’s signature:  

For more information about what we do with your personal information please see our privacy notice.
NCIMB Limited 
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